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D7006 T4 DNA Ligase 40, 000U
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(single-strand nicks).

> Fii&: T4 DNA Ligase’ F TDNAF BRI AR linkerikadaptorfF . AT LA FHZ1EE K Ligase /i 5 FIRNAKE I .
> SR¥E: T4 DNA LigasetH KT i1k, FRIAFER IR KIE A TARE R 14

5 MERE X : One unit is defined as the amount of enzyme required to give 50% ligation of HindIII fragments of lambda DNA in 30
min at 16°C in 20 pl of the assay mixture containing 50 mM Tris, pH 7.5, 10 mM MgCl,, 10 mM DTT, 1 mM ATP, 25 pg/ml BSA
and a 5'-DNA termini concentration of 0.12 uM (300 pg/ml). 200U%F 1/4-Weiss unit, LAWeiss unitit, 205352005847 .

T4 DNA Ligase 5™ W) A RS2 25 SR IR IRLBF iR I RUR Z 5 K1 .
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> S ANSDNANYIEG. SMIRGFIBERRIERE, A SRNABE, W62 W MERE SOV EKR
> BEFEFYETR: 20 mM Tris, pH 7.5, 50 mM KCI, 1 mM DTT, 0.1 mM EDTA and 50% (v/v) glycerol.
»> 10X Ligation Buffer: 400 mM Tris, pH 7.8, 100 mM MgCl,, 100 mM DTT, 10 mM ATP.
> RIGEIH]: 65°CHFH 105040 7] LLFET4 DNA Ligasekif: NaClEIKCIAK K T200mMET 52 21401 T4 DNA Ligase.
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F AT P i I B POE R, HERR A 2 S R B DN AE B 77 £(D7002/D7003). T4 DNA Ligase ] Lk AT i i%i 422,
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P IO T SRS AN A AT B FEL KO 552 o 1 S B TR e AT A PO 5%, HEFE SEAE65°CF B 104 £ /T4 DNA Ligase
3%, PLBE9T4 DNA Ligase FIDNA%E & G 801 467 B 1T 4% (band shift).
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10X Ligation Buffer 2ul
M 7E 7K BMilli-Q7K 220pl
T4 DNA ligase 0.2-0.5pl
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b. LinkerB{RNAi v Bt [{iB K AT PLIZE £38 24 IIDNAR K 22 MR, 15140125 22 K [ Annealing Buffer for DNA Oligos (5X) (D0251),
HEATIR KR
c. KJEF KT 8bplLinkeral il K [IRNAL B, 7 LAFEIRS: 151011 EL G A A HEAT 32 S B o 91 U344 50,03 pmol, T4 A
FrBEATLAA0.15%20.3pmol . K% /N F-8bp flinker, L 75 A A 10:1 0L I
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Yap TA, Arkenau HT, Camidge DR, George S, Serkova NJ, Gwyther SJ, Spratlin JL, Lal R, Splcer] Desouza NM, Leach MO, Chick J, Poondru S, Boinpally
R, Gedrich R, Brock K, Stephens A, Eckhardt SG, Kaye SB, Demetri G, Scurr M. First-in-human phase I trial of two schedules of OSI-930, a novel
multikinase inhibitor, incorporating translational proof-of-mechanism studies. Clin Cancer Res . 2013 Feb 15;19(4):909-19.

2. Jing HX, Duan de J, Zhou H, Hu QM, Lei TC. Adipose derived mesenchymal stem cell facilitated TRAIL expression in melanoma treatment in vitro. Mol
Med Rep . 2016 Jul;14(1):195-201.

3. Zhou BH,)Jia LS,Guo HW,Ding HY,Yang JY,Wang HW. Eukaryotic elongation factor 2 is involved in the anticoccidial action of diclazuril in the
second-generation merozoites of Eimeria tenella. Vet Parasitol. 2019 Dec;276:108991.

4. Li-Wei Gao,Hong-Tao Zhu,Cai-Yun Liu,Zhi-Xiang Lv,Xiao-Man Fan,Ye-Wang Zhang. A highly active heparinase I from Bacteroides cellulosilyticus:
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